00185660.ST25.txt 
SEQUENCE LISTING 

<110> DSM IP ASSETS B.V. 

<120> A Gene Encoding vitamin B6 Phosphate Phosphatase And use Thereof 

<130> 21419 US (C03843 5/0185660) 

<140> 10/528,845 
<141> 2003-09-23 

<160> 12 

<170> Patentln version 3.3 

<210> 1 

<211> 20 

<212> PRT 

<213> Sinorhizobium meliloti 

<400> 1 

Ala His Ala lie Asp Tyr Ser val Val Pro Ala Asp Pro Ala Leu Gly 
1 5 10 15 

Glu Ala lie Lys 
20 

<210> 2 
<211> 14 
<212> PRT 

<213> Sinorhizobium meliloti 
<400> 2 

lie Asp Thr Ala Asn Ala val Met Phe Glu Asp Leu Pro Arg 
1 5 10 

<210> 3 
<211> 23 
<212> PRT 

<213> Sinorhizobium meliloti 
<400> 3 

Asp His Gly Thr Thr Leu Gin Gly Leu Met Leu His His Gly lie Asp 
15 10 15 

Pro Asn Asp Phe Leu Glu Arg 
20 

<210> 4 
<211> 10 
<212> PRT 

<213> Sinorhizobium meliloti 
<400> 4 
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Met Lys Lys Leu Asp Arg Met Pro Thr His 
1 5 10 



<210> 5 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer CN02 



<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> n is inosine 

<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> n is inosine 

<400> 5 

atgaaraary tngaymgnat g 



<210> 6 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer C642 



<220> 

<221> misc_feature 

<222> (12).. (12) 

<223> n is a, g, c or t 

<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> n is a, g, c or t 

<400> 6 

tcytcraaca tncangcrtt 



<210> 7 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer C101 

<400> 7 

gccgaattcg cccatgtcac c 



<210> 8 
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<211> 21 

<212> DNA 

• <213> Artificial Sequence 

<220> 

.. <223> Primer C102 

<400> 8 

cgccgtgtcg atgcggtgaa g 21 

<210> 9 

<211> 708 

<212> DNA 

<213> Sinorhizobium meliloti 

<400> 9 



atgaagaagc 


tcgaccgcat 


gccgacccac 


gccgaattcg 


cccatgtcac cgactgggtc 


60 


ttcgacctcg 


acaacacgct 


ctatccgcat 


cacgtcaatc 


tgttctcaca gatcgaccgc 


120 


aacatgacgg 


cctatgttgc 


cgaactcctg 


tcgctggagc 


ctgcggaggc gaagaagctg 


180 


cagaaggaat 


actaccgcga 


ccacggcacc 


acgcttcagg 


gcctgatgct tcatcacggc 


240 


atcgatccca 


atgatttcct 


cgaaagagcc 


cacgccatcg 


actatagcgt ggtgccggcc 


300 


gatccggcgc 


tcggcgaggc 


gatcaaggcg 


ctgcccggac 


gcaagttcat cttcaccaac 


360 


ggcagcgtcg 


cccatgcgga 


gatgaccgcg 


cgggcgctcg 


gcattctcga gcatttcaac 


420 


gacatcttcg 


acatcgtcgc 


cgccggcttc 


ataccgaagc 


ccgccggcga cacctacgac 


480 


aagttcatgg 


gccttcaccg 


catcgacacg 


gcgaatgagg 


tgatgttcga ggatctgccg 


540 


cgcaacctgg 


tcgtccctaa 


ggcgctcggc 


atgaagacgg 


tgctgctcgt gccgcgcaat 


600 


ctcgaatacg 


agttcgccga 


ggcctgggaa 


acgtcgagcg 


acgcggacga tcagatcgac 


660 


tacgtcacgg 


aagacctggc 


gggtttcctg 


cgcagtgtga 


ttgtttag 


708 



<210> 10 

<211> 235 

<212> PRT 

<213> Sinorhizobium meliloti 

<400> 10 

Met Lys Lys Leu Asp Arg Met Pro Thr His Ala Glu Phe Ala His val 
1 5 10 15 

Thr Asp Trp val Phe Asp Leu Asp Asn Thr Leu Tyr Pro His His val 
20 25 30 

Asn Leu Phe Ser Gin lie Asp Arg Asn Met Thr Ala Tyr Val Ala Glu 
35 40 45 

Leu Leu ser Leu Glu Pro Ala Glu Ala Lys Lys Leu Gin Lys Glu Tyr 
50 55 60 
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Tyr Arg Asp His Gly Thr Thr Leu Gin Gly Leu Met Leu His His Gly 
65 * 70 75 80 

lie Asp Pro Asn Asp Phe Leu Glu Arg Ala His Ala lie Asp Tyr Ser 
85 90 95 

val val Pro Ala Asp Pro Ala Leu Gly Glu Ala lie Lys Ala Leu pro 
100 105 110 

Gly Arg Lys Phe lie Phe Thr Asn Gly Ser val Ala His Ala Glu Met 
115 120 125 

Thr Ala Arg Ala Leu Gly lie Leu Glu His Phe Asn Asp lie Phe Asp 
130 135 140 

lie val Ala Ala Gly Phe He Pro Lys Pro Ala Gly Asp Thr Tyr Asp 
145 150 155 160 

Lys Phe Met Gly Leu His Arg lie Asp Thr Ala Asn Glu val Met Phe 
165 ~ 170 175 

Glu Asp Leu Pro Arg Asn Leu Val val Pro Lys Ala Leu Gly Met Lys 
180 " 185 190 

Thr val Leu Leu val Pro Arg Asn Leu Glu Tyr Glu Phe Ala Glu Ala 
195 200 205 

Trp Glu Thr Ser ser Asp Ala Asp Asp Gin lie Asp Tyr val Thr Glu 
210 215 220 

Asp Leu Ala Gly Phe Leu Arg ser val lie Val 
225 230 235 

<210> 11 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer P101 

<400> 11 

gaagcttccc gggccgtgtc ataaacccgc cc 

<210> 12 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Primer P102 
<400> 12 

caagcttccc gggatcatcg ccgggtttta eg 
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